3 Docket No. BB-171 

In the Claims 

The following amendments are made with respect to the claims in the International 
application PCT/EP2005/000873. 

This listing of claims will replace all prior versions and listings of claims in this 
application. 



1 (currently amended). Method A method for identifying and quantifying tumour-associated 
peptides, comprising the steps: 

providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

separately, chemically identically modifying the peptides from both samples in order 
to generate different physical characteristics in the peptides from the different 
samples, 

mixing of the so modified peptides fi-om both samples, 
determining the amino acid sequences of the peptides, and 

determining the relative amount ratios of peptides fi*om both samples having identical 
sequences, based on the different physical characteristics. 

2 (currently amended). M e thod The method according to claim 1, characterised in that the 
peptides from both samples are chemically modified by using at least two different stable 
isotopes of the same element. 



3 (currently amended). M e thod The method according to claim 1[[ or 2]], characterised by 
the following steps: 

a) providing a sample firom tumourous and a sample from corresponding healthy 

tissue or accordingly transfected or infected cell lines, wherein both samples 
have identical amoimts per weight or cellular counts, 

b) isolating peptides fi-om said sample fi-om tumourous tissue, 

c) isolating peptides fi*om said sample firom corresponding healthy tissue. 
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d) chemically modifying the peptides obtained in step (b) with a chemical group 
that contains a stable isotope of an element from the periodic system of the 
elements, 

e) chemically modifying the peptides obtained in step (c) with a chemical group 
that contains a second stable isotope of the element from the periodic system 
of the elements used in step d), 

f) mixing of the chemically modified peptides obtained from steps (d) and (e), 

g) separating the peptides obtained from step f) by a chromatographic method. 

h) identifying and determining peptides having identical amino acid sequences 
and the ratio by weight of chemically modified peptides with identical amino 
acid sequences from step (g), 

i) identifying tumour-associated peptides that are suitabl e, p i ofcrably particularly 
suit ab le f or th e fo^combination into a therapeutic vaccine, based on the data 
obtained from step (h). 

4 (currently amended). U vA i o d according lu .m y n f rliim^ 1 t o 1 The method according to 

claim 1. characterised in that the tumour-associated peptides are MHC-class I-ligands. 

5 (currently amended). Mefeed The method a ccording to claim 3[[ or 4]], characterised in 

that in step d) deuterium (^D) and in step e) regular hydrogen ('H) are used as stable 
isotopes. 

6 (currently amended). M et hod according l u a n y of cln im . ? t o 5 The method according to 

claim 3, characterised in that in step g) a chromatographic separation of the peptides 
by HPLC is performed. 

7 (currently amended). M e thod accordini . lu ,in ) ' (i F rlni m ^ t n 6 The met hod according to 

claims, characterised in that step h) is performed by mass spectrometric analysis. 

8 (currently amended). M«.* WThe method a ccording to claim 7, characterised in that the 

mass spectrometric analysis for determining the amount ratios of the two peptides 
with identical amino acid sequence and identical chemical modification is performed 
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based on at least two different isotopes of the same element from the periodic system 
of elements. 

9 (currently amended). Method The method according to claim 8, characterised in that the 

relative intensity of the signals as measured for peptides having identical amino acid 
sequence and identical chemical modification but different isotopes of the same 
element that are simultaneously present is used for calculating the relative quantitative 
ratio between said peptides. 

10 (currently amended). Method according to anv of claims 3 to 9 The method according to 

claim 3 , characterised in that in step i) suitable databases for the identification of 
tumour-associated genes and gene products are used. 

1 1 (currently amended). Method according to any of claims 3 to 10 The method according to 

claim 3. characterised in that following step h) an additional step is performed, 
wherein the reactivity of peripheral leukocyte s, pr e f e rably of T lymphocyt e s, against 
the identified and quantified peptides is tested. 

12 (currently amended). Method The method according to claim 11, characterised in that the 

testing of the reactivity takes place by measuring the cytokine-mRNA and/or 
interferon-mRNA that is synthesised by the leiikocytes. 

13 (currently amended). M e thod The method according to claim 11, characterised in that the 

testing of the reactivity takes place by the activation of peripheral T-lymphocytes by 
means of reconstituted complexes from antigen-presenting molecules and peptides. 

14 (currently amended). M e thod The method according to claim 13, characterised in that the 

complexes of antigen-presenting molecules and peptides that are used for activating 
T-lymphocytes are fixed on a surface. 

15 (currently amended). Method The method according to claim 14, characterised in that the 

surface that is used for fixing said complexes of antigen-presenting molecules and 
peptides consists of polystyrol. 
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16 (currently amended). Method according to any of claims 13 to 15 The method according 

to claim 13, characterised in that the antigen presenting molecules are coupled by 
chemical reaction with biotin, and the surface that is used is made from polystyrol 
being coated with streptavidin by a chemical reaction. 

17 (currently amended). Method A method for producing a peptide, wherein a peptide is 

identified according to tho method according to any of claims 1 to 16 by a method 

comprising the steps: 

providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with th e identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

separately, chemically identically modifying the peptides fro m both samples in order 
to generate different physical characteristics in the pep tides from the different 
samples. 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of the p eptides, and 

determining the relative amount ratios of peptides from both sa mples having identical 

sequences, based on the different physical characteristics; 

and wherein t he identified peptide is synthesised chemically, in vitro or in vivo. 

18 (currently amended). P e ptid e A peptide, wherein the peptide is identified according to by 
a method according to any of claims 1 to 16 and/or produced according to a method 
nrnnrding to claim 17 comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identica l amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

separately, chemically identically modifying the peptides fr om both samples in order 
to generate different physical characteristics in the pep tides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of th e peptides, and 
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determining the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics; 
and/or wherein said peptide is produced according to a method c omprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amou nt bv weight or 

cellular count as the first sample. 

obtaining peptides from the first and the second sample, 

separately, chemicallv identically modifying the peptides from both samples in order 
to generate different physical characteristics in the peptides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of the peptides, and 

determining the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics, 
and the identified peptide is svnthesised chemically, in vitro or in vivo: 
and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequence that is selec ted from the group 
consisting of SEP ID-No. 1 to 36, wherein said peptide has the ab ility to bind to a 
molecule of the human major histocompatibility comple x (MHO class-L 

19 (canceled). 

20 (currently amended). Peptid e The peptide according to claim 18[[ or 19]], characterised in 

that at least one amino acid is replaced by another amino acid having similar chemical 
characteristics. 

21 (currently amended). P e ptid e The peptide according to any of claims 18 to 20 claim 18, 

characterised in that at least one additional amino acid is present at the N- or C- 
terminus. 

22 (currently amended. Peptide The peptide according to any of claims 18 to 21 claim 18, 

characterised in that at least one amino acid is deleted. 
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23 (currently amended). Peptide The peptide according to m i y of olaimo 18 to 22_ clMa-L8, 

characterised in that at least one amino acid is chemically modified. 

24 (currently amended). Uso of one or oovoral of tho poptidco according to any of claims 18 

to 23 for A method for p roducing a medicament for the treatment of tumourous 
diseases and/or adenomatous His^asp s wherein said method comprises the use of a 
pe ptide, or a polynucleotide encoding the pe ptide, wherein the peptide is 
identified according to a method comp rising the steps: 
providing a first sample of tissue or cells, 

providing a second s am ple of tissue or cells with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides fi-om the first and the seco nd sample. 

ge paratelv. chemically identically modifying the peptides firo m both samples in order 
to generate different physical characteris t ics in the peptides firom the different 
samples. 

mixing of the so modified peptides firom bo th samples. 
determining the amino acid sequenc es of the peptides, and 

determining the relative amount ratios of pep ti des fi-om both samples having identical 
seq uences, based on the different phys ical characteristics: 
and/or wherein said peptide is produced according to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amount by weight or 
cellular count as the first sample. 

obtaining peptides from the first and the secon d sample, 

se parately, chemically identically modifying the peptides fi-om both samples in order 
to penerate different physical characte ri stics in the peptides firom the different 
samples, 

mixing of the so modified peptides fi-om both samples. 
determining the amino acid seouences of the p eptides, and 

determining the relative amount ratios of p e ptides fi-om both samples having identical 

seq uences, based on the different ph ysical characteristics. 

and the identified peptide is svnthesised chemical ly, in vitro or in vivo; 

and/or wherein said peptide is a 
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tumour-associated peptide having an amino acid seque n ce t hat is se lected from the group 
insisting of SEP ID-No. 1 to 36. wherein s aid peptide has the abiUty to bind to a 
molecule of the human maior histocompatib ility complex (MHO class-L 

25 (currently amended). Use of the peptide according to any of claims 18 to 23 A method for 
the treatment of tumourous diseases and/or adenomatous disease s wherein said 
method comprises administering- to a patient in need of such treatment, a peptide, or a 
polynucleotide encoding said peptide, wherein said peptide is 
identified according to a method com prising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells w ith the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the se cond sample, 

se parately, chemically identically modifying the peptides from both samples in order 
to generate different physical characteristi c s in the peptides from the different 
samples, 

mixing of the so modified peptides from both s amples, 
determining the amino acid sequenc es of the peptides, and 

Hf^terminin p the relative amount ratios of peptides fr om both samples having identical 
sequences, based on the different physical char acteristics 
and/or wherein said peptide is produced accor ding to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cell s with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the sec ond sample, 

se parately, chemically identically modifyin g the peptides from both samples in order 
to generate different physical characteristics in th e peptides from the different 
samples, 

mixing of the so modified peptides from bo th samples, 
determining the amino acid sequences of the p eptides, and 

determining the relative amount ratios of pe ptides from both samples having identical 

sequences, based on the different physical cha racteristics, 

and the identified peptide is svnthesised chemic ally, in vitro or in vivo; 
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and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequence that is selected from the group 
consisting of SEP ID-No. 1 to 36, wherein said pep tide has the abihty to bind to a 
molecule of the human major histocompatibility com plex (MHO class-I. 

26 (currently amended). [[UseH The method according to claim 24[[ or 25]], characterised in 

that the disease is renal, Ixmg, colon, stomach, pancreatic, breast, prostate, ovarian 
and/or skin cancer. 

27 (currently amended). [[Use]] The method according to any of claims 21 to 26 claim 25 , 

characterised in that the peptide is used together with an adjuvans adjuvant . 

28 (currently amended). Ugo according to any of claimo 21 to 27 The method according to 

claim 25, characterised in that a peptide bound to an antigen presenting cell is used. 

29 (currently amended). Ugo of the poptido according to any of claimo 18 to 23 A method for 

the labelling of 1^uk^^3^^^ , ^'^ pnrtimlnr nf T l^rmphncxten, evaluating the progress of 
therapy in a tumourous disease, or producing a n antibody: wherein said method 
comprises the use of a peptide, wherein the peptide is identified by a method 
comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amo unt bv weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

separately, chemically identically modifying the pep tides from both samples in order 
to generate different physical characteristics in the peptid es from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of th e peptides, and 

Heterminin g the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics: 
and/or wherein said peptide is produced according to a method comprising the steps: 
providing a first sample of tissue or cells. 
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providing a second sample of tissue or cells w ith the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the seco nd sample, 

se parately, chemically identically modifying the peptides fi-om both samples in order 
to generate different physical characteris tics in the peptides firom the different 
samples. 

mixing of the so modified peptides firo m both samples, 
determining the amino acid sequence s of the peptides, and 

determining the relative amount ratios of pep tides firom both samples haying identical 
sequences, based on the different physical char acteristics, 
and the identified peptide is synthesised chemicall y, in vitro or in yiyo; 
and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequence that is selected fi-om the group 
consisting of SEP TD-No. 1 to 36. wherein said peptide has the ability to bind to a 
molecule of the human m a jor histocompatibility complex (MHO class-I. 

30 (canceled). 

31 (canceled). 

32 (currently amended). Pharmaceutical composition, containing one or oovcral peptides 

according to any of claimo 18 to 23 A pharmaceu tical composition comprising a 
pharmaceutically acceptable carrier and a peptide w herein the peptide is identified 
according to a method comprising the steps: 
proyiding a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides firom the first and the seco nd sample, 

se parately, chemically identically modifyi ng the peptides fi-om both samples in order 
to generate different physical characteri stics in the peptides fi-om the different 
samples, 

mixin g of the so modified peptides fi-om both samples, 
determining the amino acid sequences of th e peptides, and 
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determining the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics: 
and/or wherein said peptide is produced according to a method comprising the steps: 
providing a first sample of tissue or cells. 

providing a second sample of tissue or cells with the identical amount bv weight or 

cellular count as the first sample, 

obtaining peptides from the first and the second sample. 

separately, chemically identically modifying the peptides from both samples in order 
to generate different physical characteristics in the peptides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of the peptides, and 

determining the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics, 
and the identified peptide is svnthesised chemically, in vitro or in vivo; 
and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequence that is selected from the group 
consisting of SEP ID-No. 1 to 36. wherein said peptide has the ability to bind to a 
molecule of the human major histocompatibility complex (MHO class-I . 

33 (currently amended). Nucl e ic A nucleic acid molecul e, encoding the peptid e according to 
any of claims 18 to 23 that encodes a peptide wherein the peptide is identified 
according to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identical amount bv weight or 

cellular count as the first sample, 

obtaining peptides from the first and the second sample. 

separately, chemically identically modifying the peptides from bo th samples in order 
to generate different physical characteristics in the peptides from the different 
samples. 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of the peptides, and 
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determining the relative amount ratios of peptides from both sa mples having identical 
sequences, based on the different physical ch aracteristics; 
and/or wherein said peptide is produced according to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identica l amount bv weight or 

cellular coimt as the first sample. 

obtaining peptides from the first and the sec ond sample, 

se paratelv. chemically identicallv modifying the pept ides from both samples in order 
to generate different physical characteristics in th e peptides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of th e peptides, and 

determining the relative amount ratios of peptides fro m both samples having identical 
sequences, based on the different physical characteristics, 
and the identified peptide is svnthesised chemical ly, in vitro or in vivo; 
and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequenc e that is selected from the group 
consisting of SEP ID-No. 1 to 36, wherein said pep tide has the ability to bind tO' a 
molecule of the human major histocompatibihtv co mplex (MHO class-I. 

34 (currently amended). Veetef r A vector comprising the nucleic acid moloculo according to 
ftlftim-^ a nucleic acid molecule encoding a peptide wherein the peptide is identified 
according to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the identic al amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

separately, chemically identically modifying the p eptides from both samples in order 
to generate different physical characteristics in the pep tides from the different 
samples, 

mixing of the so modified peptides from bo th samples, 
determining the amino acid sequences of th e peptides, and 
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determining the relative amount ratios of peptides from both samples having identical 
sequences, based on the different physical characteristics; 
and/or wherein said peptide is produced according to a method comprising the steps: 
providing a first sample of tissue or cells. 

providing a second sample of tissue or cells with t he identical amount by weight or 

cellular count as the first sample, 

obtaining peptides firom the first and the sec ond sample, 

se parately, chemically identically modifying the pe ptides from both samples in order 
to generate different physical characteristics in the peptides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequences of the peptides, and 

detemiining the relative amount ratios of peptides fr om both samples having identical 
sequences, based on the different physical characteristics, 
and the identified peptide is svnthesised chemic ally, in vitro or in vivo; 
and/or wherein said peptide is a 
tumour-associated peptide having an amino acid sequenc e that is selected from the group 
consisting of SEP ID-No. 1 to 36, wherein said p eptide has the ability to bind to a 
molecule of the human major histocompatibility co mplex (MHO class-L 

35 (currently amended). Coll that was A cell that is g enetically modified with tho aid of th e 
nucloic acid moloculo according to claim 33 or with the vector according to claim 31 
in Guch a manner that it oxpropooG a p o ptido according to any of claimo 1 8 to 23 a 
nucleic acid molecule encoding a peptide wherein the peptide is identified according 
to a method comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cells with the ident ical amount by weight or 

cellular count as the first sample, 

obtaining peptides from the first and the se cond sample, 

se parately, chemically identically modifying the peptides from both samples in order 
to generate different physical characteristics in the peptides from the different 
samples, 

mixing of the so modified peptides from bo th samples, 
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determining the amino acid s equences of the peptides, and 

H^t^rmining the relative amount ratios of p e ptides from both samples having identical 
seq uences, based on the differe nt physical characteristics; 
and/or wherein said peptide is pmduced according to a method comprising the steps: 
providing a first sample of tissue or cells. 

p,r.vidin p a second sample of tissue or ce lls with the identical amount by weight or 
cellular count as the first sample, 

nhtainine peptides from the first and the second sample. 

. ^aratelv chemicallv identically modif ying the peptides from both samples in order 
tn penerate different physical ch a racteristics in the peptides from the different 
samples, 

mixin g of the so modified peptides from both samples, 
determining the amino acid sequences of the peptides, and 

determining the relative amount ratios o f p e ptides from both samples having identical 
seq uences, based on the differ ent physical characteristics, 
and the identified peptide is svn t hesised chemically, in vitro or in vivo; 
and/or wherein said peptide is a 
tumour-associated nentide having an amino acid sequ ence th at is selected from the group 
rnnsistin p of SEP ID-No, 1 to 36. wherein said peptide has the ability to bind to a 
molecule of the human maior his t ocomnatibilitv complex (MHC) class-I . 

36 (canceled). 

37 (currently amended). Method A method for producing a vaccine with the steps: 

a) performing I h c methods acco i diag to any of claimo 1 to 16 a method for identifying 
and q uantifying tumour-associated pep tides, comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sa m ple of tissue o r cells with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the second sample, 

se p5,ratelv. chemicallv identically m odifying the peptides from both samples in order 
to generate different nhvsical c haracteristics in the peptides from the different 
samples. 
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mixin g of the so modified peptides fr om both samples, 

detemiinine the amino acid sequence s of the peptides, and 

detemiining the relative amount ratios of pep tides from both samples havinR 
identical seq uences, based on the different physical characteristics, 

b) producing the identified peptides peptide(s), and 

c) formulating the produced peptides peptide(s) into the vaccine. 

38 (currently amended). Diagnostic A diagnostic method, wherein the method according to 
any of olaime, 1 to 16 is performed, a first method for identifving and quantifying 
tumour-associated peptides is performed compri sing the steps: 
providing a first sample of tissue or cells, 

providing a second sample of tissue or cell s with the identical amount by weight or 
cellular count as the first sample, 

obtaining peptides from the first and the seco nd sample, 

se parately, chemicallv identicallv modifying the peptides from both samples in order 
to generate different physical characteris tics in the peptides from the different 
samples, 

mixing of the so modified peptides from both samples, 
determining the amino acid sequen ces of the peptides, and 

determining the relative amount ratios of pep tides from both samples having identical 
se quences, based on the different physical characteristics 

and wherein the presence and/or the amount ratio of a peptide is used as a diagnostic marker. 

39 (currently amended). M e thod A method for treatment of a pathological condition, 
wherein an immune response against a protein of interest is triggered, characterised in 
that a therapeutic effective amount of at least one of the poptidco according to any of 
rinimr. 1 R to 22 pe ptide is administered wherein the peptide is identified b y a method 
comprising the steps: 
providing a first sample of tissue or cells, 

providing a second sam ple of tissue or cells w ith the identical amount by weight or 

cellular coimt as the first sample, 

obtaining peptides from the first and the secon d sample. 
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.^..o.»iy .h.n.jr«llv identic^ii Y "^^^ifV^n^ the neptides from both samples in order 
... Hifferent nhvsi c^l r.h.r.rteristics in the peptides from the different 

samples. 

»>ivin p of the so mo dified peptide^ frnm hnth samples. 
HPtftrminin ^ the amino acid seq uences of the peptides, and 

tv,. r.1.tive amou nt ,.t^n. of nentides from both samples having identical 
c>. q.ifmrps based on t he different physical characteristics; 
.nd/or wherein sa ^d pp ptide is prod uced according to . method comprising the steps: 
providing a first sample of tissue or cells. 

. ..pond satnnle ti^c.,. or cells with the identical amount by weight or 

cellular count as the first sample, 

nhtaining peptides from the first and the second sample, 

..r...t.i v rh^micallv iden t ically modifying the peptides from both samples in order 
p.».r.t. Hiff^r^ut nhvs i^^i characteristics in the peptides from the different 
samples. 

mivin ^ of the so modified pepti des from both samples, 
determining the amino acid sequences of the peptides, and 

^...^^»^n p the relative am o n^t ratios of peptides from both samples having identical 
c^ iif^nces. based o« the differen t physical characteristics, 
and th. identified pe ptide is synthes i zed chemically in vifro or in vivo; 
.nd/or wherein sp id pe ptide is a tm nonr - associated p eptide having an amino acid sequence 
.t,.. c.i.ct.d from the grou p consisting of SEP TD-No. 1 to 36, wherein said peptide 
tt,. .hility to bind to - moiecnle of the human major histocompatibility complex 
(MHO class-I is administered. 

40 (currently amended). El o ctronic An electronic storage medium containing the amino acid 
sequence of at least one [[of]] peptide, wherein the peptide is identified by a method 
com prising the steps: 
providing a first sample nf tissue or cells, 

p...nH^np . .Prond sampl e fi^.ne or cells with the identical amount by weight or 
cellular covmt as the firs t sample, 

obtaining peptides from the first and the second sample. 
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se parately, chemically identically modifying the peptides from both sa mples in order 
to generate different physical characteristics in th e peptides from the different 
samples. 

mixing of the so modified peptides fr om both samples. 
determining the amino acid sequence s of the peptides, and 

determining the relative amount ratios of pep tides from both samples haying identical 
sequences, based on the different phy sical characteristics; 
and/or wherein said peptide is produced accor ding to a method comprising the steps: 
providing a first sample of tissue or cells. 

providing a second sample of tissue or cells with the i dentical amount by weight or 
cellular count as the first sample. 

obtaining peptides from the first and the second sample. 

se parately, chemically identically modifying the pept ides from both samples in order 
to generate different physical characteristics in th e peptides from the different 
samples. 

mixing of the so modified peptides from both samples. 
determining the amino acid sequence s of the peptides, and 

determinin g the relative amount ratios of peptides from both samples having identical 

sequences, based on the different physical cha racteristics. 

and the identified peptide is svnthesised chemical ly, in vitro or in vivo; 

and/or wherein said peptide is a tumour-associated peptide having an amino acid 

sequence that is selected from the group consisting of SEQ ED-No. 1 to 36, wherein 

said peptide has the ability to bind to a molecule of the human major 

histocompatibility complex (MHC) class-I; tho poptidoo according to any of claims 18 

to 23 and/or the electronic storage medium contains the nucleic acid sequence of the 

nuoloio acid moloculo according to claim 33 a molecule that encodes one of said 

peptides . 
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